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MHE Analysis and utilization of proteins related to mycorrhizal symbiosis
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General introduction
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Chapter 1: Development of preparative chromatography for proteomic approach of
mycorrhizal symbiosis
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Chapter 2: A new reagent for detecting mycorrhizal fungi
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Chapter 3:  Fungal isolate ‘KMI’ is a new type of orchid mycorrhizal fungus
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Chapter 4:  Changes of proteins in genetically modified plants
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General conclusions
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